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＃1 角柱属 评论已接受 2025 年 1 月
1. 作者使用了 GEO 数据库中的 21 名未用药 TS 受试者的数据集 GSE30470。然而，作者在方法论中声称对照组 (n = 13) 和疾病组 (n = 8)。作者使用的数据集与文章中的数据不一致。
2. 在2.5小节基因集富集分析中，第一个句子“进行全面的抄袭检查”，这莫名其妙地不是GSEA分析的目的。
3. 在 3.2 节中，作者使用逻辑回归和 SVM 进行诊断建模，如果如第一点所述，使用了错误的数据集，则会导致该小节的结论完全无效。即使使用来自 8 个疾病组和 12 个对照组的数据，由于数据量不足，诊断模型也不够稳健。
4. 在免疫浸润图4A中，每个病人的免疫细胞比例看起来惊人地一致。众所周知，每个病人的转录组数据都是不同的，那么如何对所有病人进行一致的免疫浸润分析呢？
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＃2 大叶樱桃 评论已接受 2025 年 1 月
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https://pubpeer.com/publications/096C6C56678B04B3E027D93CAC0F78

联系我们：
如果您需要使用Figure查重服务，请扫描下方二维码，添加客服微信，了解更多详情。我们将竭诚为您服务，确保您的科研工作更加高效、可信。
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image6.png
The analysis of immune infiltration in Tourette syndrome and control groups. (4) The box-plot
indicates the varying proportions of distinct immune cells. (B) The heat map summarizies the
immune infiltration score in Tourette syndrome and control groups. The immune infiltration
difference in Tourette syndrome (red) and control groups (blue). (statistical significance
indicated by p-values <0.05).
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3.5 Predicting genes synergizing with key genes

To identify genes that interact with core genes in influencing the progression of TS discase,
we conducted a correlation analysis among the expressions of OPRM, VIM and other genes
related with TS. Initially, we obtained TS-related disease genes from Gene Cards data to
compile alist of TS-related genes. Then, the expression differences of these genes between
TS and normal controls were analyzed. The results indicated notable variation in the
expression of CIC, DLGAP3, MAPT, and MAPT between the two groups (Eigure 84)

11, VIM,

with MAPT (r = -0.443). Comparatively, VIM showed a positive corgelation with MAPT. (r =
0.63) (Eiguce 8B).
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Analysis of correlation between the expression of core genes and other genes in Tourctte
syndrome. (A) The difference in other gene expression between tourette syndrome marked in
red and controls marker in blue. () (TR0,

immune inhibitor and immune simulato/KeRes between other

genes and the hub gene including OPRM (Left) and VIM (Right). OPRM showed a significant

negative correlation with MAPT (r = ~0.443), whereas VIM demonstrated a significant positive

correlation with MAPT (r = 0.63). p < 0.05 denoted statistical significance.
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public on Jun 30, 2014
Gene expression correlated with Inattention and hyperactivity/impulsivity
rating scales In Tourette syndrome

Homo sapiens

Expression profiling by array

Inattention, impulsivity and hyperactivity are the primary behaviors associated
with Attention Deficit / Hyperactivity Disorder (ADHD). Previous studies proved
that peripheral blood gene expression signature could mirror central nervous.
system disease.

This study determined if gene expression in blood correlated with inattention,
hyperactivity/mpulsivity rating scales and/or both in subjects with Tourette
syndrome (TS).

Whole blood was collected from each subject, and RNA was isolated from the
blood of 21 un-medicated TS sublects, gene expression measured on
Affymetrix human U133 Plus 2.0 arrays

Tian ¥, Gunther JR, Lit L, Stamova B, Zhan X, Liu D, Ander 8P, Jicling GC,
Corbeft BA, Bos-Veneman NG, Hoekstra PJ, Schweitzer JB, Sharp FR

‘Tian Y, Stamova B, Ander BP, Jickling GC et al. Correlations of gene expression
ratings of inattention and hyperactivity/impulsivity, in Tourette syndrome;
a pllot study. BMC Med Genomics 2012 Oct 30;5'48) BMID: 23110697
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2.2 Data acquisition from GEO database

The data of gene expression from the TS dataset GSE30470 was downloaded from the Gene
Expression Omnibus (GEO) database with the annotation platform GPL570, containing
control (n = 13) and disease (n = 8) groups, from which 255 TS-related target proteins were

screened as biomarkers. o AMS - Figure®




