国内20篇基因论文同一错误，是巧合还是另有隐情？
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今年早些时候，一位不愿透露姓名的遗传学博士研究生在研究基因 SNHG14 时，发现一篇相关论文中用于测量该基因表达的引物序列，经数据库比对，竟与另一个完全不同的基因匹配。随后，他在相似论文中又发现 19 篇存在同样问题，这些论文来自诸多期刊，且涉及的 “SNHG14” 引物都与 MALAT1/TALAM1 基因匹配。
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在他发现的论文中，有两篇已被撤回。一篇于 2023 年发表在《Computational and Mathematical Methods in Medicine》上，该期刊已停止出版，撤稿原因是不当引用和同行评审操纵；另一篇 2022 年发表在《International Journal of Oncology》的论文因抄袭被撤。此外，涉及问题论文的期刊还包括 Wiley 和 Elsevier 出版的，Taylor & Francis 旗下《Leukemia and Lymphoma》的编辑表示正在调查此事，Verduci 出版的《European Review for Medical and Pharmacological Sciences》有一篇论文因 “潜在重复或操纵” 已在调查中，《American Journal of Cancer Research》编辑称若调查发现引物错误将撤稿。这 20 篇论文的研究者所属单位均在中国。
悉尼大学分子肿瘤学教授、澳大利亚新南威尔士州健康病理学生物银行主任 Jennifer Byrne 长期研究引物错误问题。她将错误引物比作 “煤矿中的金丝雀”，虽错误看似微小，却可能暗示诸如论文工厂运作或其他欺诈等更大问题。由于人类基因组长达 30 亿个碱基对，20 篇独立描述同一基因的论文使用相同错误引物的概率极低。Byrne 认为，论文工厂可能会弄错核苷酸序列，也可能存在个人不当行为，即从其他论文中获取数据并重复使用。她在研究中甚至发现一些细胞系标识符实际并不存在，质疑这是笔误还是不当行为。
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论文工厂涉足人类基因研究文献的证据，概述了靶向基因研究易遭系统性研究造假的原因，突出了基因研究人员和期刊工作人员能察觉的问题稿件及出版物特征，并提议对学术出版进行变革以遏制和纠正问题出版物。总之，强调研究人员应以更批判性思维看待文献，要求出版物有合理依据、严谨实验和透明报告支撑。
Byrne 试图让这些问题论文得到纠正或撤回，但很少有期刊回应。她的团队已联系约 420 篇存在不存在细胞系的论文的期刊编辑，至今只有 12 篇被撤回。她认为很多人不理解序列的意义。
目前，Byrne 仍在继续相关工作，对特定细胞系和引物的错误进行编目，其团队还在研究哪些期刊易成为论文工厂的目标及原因。Byrne 团队在 2022 年的一篇综述中指出，人类基因组研究因结果易编造且能大规模生成多篇论文，尤其易受论文工厂影响。
研究人员应以更批判性思维对待基因研究文献，避免陷入无实验基础的靶向基因研究带来的高成本、浪费时间和误导性的陷阱。
https://www.ncbi.nlm.nih.gov/gene/104472715
https://retractionwatch.com/2025/03/26/gene-sequence-errors-genetics-studies-primers-cell-lines/
https://retractionwatch.com/wp-content/uploads/2025/03/Sleuth-Primers-email.pdf
https://academic.oup.com/nar/article/50/21/12058/6880717?login=false#387633114
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SNHG14 papers using TALAM1/MALAT1 RT-qPCR primers listed as SNHG14:

Primers they all use (5'-3'): F - GGGTGTTTACGTAGACCAGAACC R-
CTTCCAAAAGCCTTCTGCCTTAG

LncRNA SNHG14 Facilitates Cisplatin Resistance Through Upregulating Notch2 via Binding to
U2AF2 in Nasopharyngeal Carcinoma - Yan - Head & Neck - Wiley Online Library

LncRNA SNHG14 Served as a Biomarker of Depression Disorder Patients and Regulated
Depressmn -Like Behaviors via MiR-200a-. 39

miR-19a-3p - PMC
IncRNA SNHG14 promotes the proliferation, migration, and invasion of thyroid tumour cells by

regulating miR-93-5p | Zygote | Cambridge Core

LncRNA SNHG14 Sponges miR-206 to Affect Proliferation, Apoptosis. and Metastasis of
Hepatocellular Carcinoma Cells by Regulating SOX9 | Digestive Diseases and Sciences
LncRNA SNHG14 promotes hepatocellular carcinoma progression via H3K27 acetylation
actlvated PABPC1 by PTEN S|gnallngJ CeII Death & Dlsease

osteoporosis progresswn l Communlcatlons Blology

LncRNA SNHG14 promotes inflammatory response induced by cerebral ischemia/reperfusion

injury through regulating miR-136-5p /ROCK1 | Cancer Gene Therapy

SP1-induced up-regulation of INcRNA SNHG14 as a ceRNA promotes migration and invasion of

IncRNA SNHG14 promotes oncogenesis and immune evasion in diffuse large-B-cell lymphoma

LncRNA SNHG14 promotes cell proliferation and invasion in colorectal cancer through

modulating miR-519b-3p/DDX5 axis

IncRNA SNHG14 Plays a Role in Sepsis-Induced Acute Kidney Injury by Regulating miR-93 -

Shi - 2021 - Mediators of Inflammation - Wiley Online Library

LncRNA SNHG14 regulates the DDP-resistance of non-small cell lung cancer cell through

miR-133a/HOXB13 pathway | BMC Pulmonary Medicine | Full Text

LncRNA SNHG14 promotes proliferation of endometrial cancer through regulating
icroRNA-655-3

LncRNA SNHG14 aggravates invasion and migration as ceRNA via regulating

miR-656-3p/SIRT5 pathway in hepatocellular carcinoma | Molecular and Cellular Biochemistry

LncRNA SNHG14 promotes OGD/R-induced neuron injury by inducing excessive mitophagy via

miR-182-5p/BINP3 axis in HT22 mouse hlgpocampal neuronal cells - PMC

LncRNA SNHG14 promotes inflammatory response induced by cerebral ischemia/reperfusion
injury through regulating miR-136-5p /ROCK1 - PMC

LncRNA SNHG14 promotes the development of cervical cancer and predlcts poor progn05|s

breast cancer - PMC

No RT-qPCR primers listed:

LncRNA SNHG14 silencing attenuates the progression of diabetic nephropathy via the
miR-30e-5p/SOX4 axis - Wang - 2024 - Journal of Diabetes - Wiley Online Library

LncRNA SNHG14 contributes to proinflammatory cytokine production in rheumatoid arthritis via
the regulation of the miR-17-5p/MINK1-JNK pathway - Zhang - 2021 - Environmental Toxicology

- Wiley Online Library

the regulatlon of the miR- 17 5pIMINK1JNK pathway Zhang - 2021 Enwronmental Tcxmology
- Wiley Online Library

LncRNA SNHG14 potentiates pancreatic cancer progression via modulation of annexin A2
expression by acting as a competing endogenous RNA for miR-613 - PMC

LncRNA SNHG14/miR-5590-3p/ZEB1 positive feedback loop promoted diffuse large B cell
lymphoma progression and immune evasion through regulating PD-1/PD-L1 checkpoint - PMC

Example of correct primers:
LncRNA SNHG14 accelerates breast cancer progression through sponging miR-543 and
regulating KLF7 expression | Archives of Gynecology and Obstetrics
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SNHG14 small nucleolar RNA host gene 14 [ Homo sapiens (human) ] &, Download Datasets
Gene ID: 104472715, updated on 4-Mar-2025
“ Summary 2
Official Symbol SNHG14 provided by HGNC
Official Full Name small nucleolar RNA host gene 14 provided by HGNC
Primary source HGNC:HGNC:37462
See related MIM:616259; AllianceGenome:HGNC:37462
Genetype NCRNA
RefSeq status REVIEWED
Organism  Homo sapiens /\ @ = th
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Sequence errors are ‘canaries in
a coal mine’ in genetics studies,
sleuth says

A genetics researcher came across
an interesting paper earlier this
year on the gene he studies. The sci-
entist, a doctoral candidate who
asked not to be named, decided to
take a closer look at which part of
the gene, SNHG14, the authors tar-
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