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论文信息
2024年，来自海军军医大学长征医院骨科的 Zheng Zhang , Yichen Meng , Tao Lin , Zhanrong Zhang , Zhengbo Tao , Haozan Yin , Fu Yang （通讯作者） , Xuhui Zhou （通讯作者）在Proceedings of the National Academy of Sciences of the United States of America 期刊发表了一篇题目为：Dancr-BRG1 regulates Nfatc1 transcription and Pgc1β-dependent metabolic shifts in osteoclastogenesis的论文。
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质疑信息
2025年3月，Pseudoamuria uptoni 在 Pubpeer 论坛发表评论：
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参考信息：
https://pubpeer.com/publications/2298051D93671375A077DB2BC17B25


免责声明：信息来源于 Pubpeer，提及人名均为音译，对于文章内容的真实性、完整性、及时性本公众号不做任何保证或承诺，仅供读者参考。如有侵权，请及时联系公众号后台。让我们共同维护学术界的公正与透明。
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Thank you very much for your prompt response and the additional supporting data you
provided. However, in the newly submitted data, | noticed that there are still instances of
partial image overlap between different groups, and the angle of the cryosection images
appears to have shifted. | have marked these issues and would appreciate a reasonable
explanation from the authors.
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We have noticed that the authors have addressed one issue in this article recently. However,
when our team studied this article, we found that there remains another concern that we
hope will receive the authors' attention. Figure 3 (G) and Figure 4 (J): These two images are
duplicates, and despite being identical, their background colors are not exactly the same,
suggesting possible manually modulations during the process of the research. I've added
the red rectangles to show where | mean. Could the authors please check and comment?
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Many thanks for your response. Upon meticulous examination of our manuscript, we have
identified this as an inadvertent oversight. To address this discrepancy comprehensively,
we have now submitted all four biological replicates per experimental cohort in Figures 3G
and 4J. We wish to elucidate this matter with the following detailed exposition:

1. During figure compilation, we inadvertently incorporated an incorrect image. These
micrographs were archived within a single repository on our computational system,
resulting in the erroneous attribution of an image from the "siNfatc1" experimental
group as "siPgc1B+siNfatcl." As evidenced by the comprehensive presentation of all
four biological replicates, the quantitative analyses and subsequent conclusions
articulated in our manuscript remain valid and uncompromised by this unintentional

misrepresentation. «

2. Regarding the observed background variations between purportedly identical figures,
we wish to elucidate that, as demonstrated in the complete replicate series, TRAP-
stained specimens inherently exhibit heterogeneous background characteristics
attributable to variable cell densities, regional culture characteristics, and microscopic
parameters. Consequently, modest adjustments (10-20%) to brightness and/or
contrast parameters were implemented to standardize background characteristics
across comparative analyses, thereby enhancing the visual prominence of TRAP-
positive cells for reader interpretation. It is imperative to emphasize that these
modifications were employed solely for visualization purposes and did not alter or
compromise the quantitative assessment of TRAP-positive cells. Conversely, such
refinements facilitated more precise quantification by accentuating TRAP-positive

cellular structures.

3. Furthermore, we acknowledge the inherent variability in cell density and TRAP staining
intensity across the four biological replicates provided. This heterogeneity is intrinsic
to osteoclastogenesis assay methodologies. Primary mouse bone marrow monocytes
were cultured in 96-well formats, wherein osteoclast enumeration (defined as TRAP-
positive cells containing >3 nuclei) was conducted comprehensively within each well,
with representative photomicrographs captured from regions exhibiting maximal
osteoclast density. The observed diversity in cellular distribution across representative
fields constitutes an anticipated experimental variation that does not undermine the
scientific validity or conclusions presented in our manuscript.

We shall initiate communication with the editorial office to facilitate the publication of a
formal erratum addressing these matters. We extend our sincere gratitude for your astute
observations and appreciative understanding regarding these technical considerations.
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