与多篇论文数据惊人相似！武汉大学人民医院疑被指学术不端
洞察学术2025-03-15 10:19:04澳大利亚
近日，一篇发表在Tumour biology : the journal of the International Society for Oncodevelopmental Biology and Medicine (2017)期刊上的标题为"LncRNA GAS5 suppresses the tumorigenesis of cervical cancer by downregulating miR-196a and miR-205“LncRNA GAS5 通过下调 miR-196a 和 miR-205 抑制宫颈癌的发生(doi: 10.1177/1010428317711315)的研究论文被知名学者Hoya camphorifolia等指出 图 2 E、F。“GAS5 过表达对宫颈癌肿瘤发生的影响。SiHa 和 ME-180 细胞被 pcDNA 或 pcDNA-GAS5 转染等问题。... 流式细胞术分析用于确定 (e) 转染的 SiHa 和 (f) ME-180 细胞的凋亡等问题。该论文由来自武汉大学人民医院妇产科的Wenwu Yang , Li Hong , Xuexian Xu , Qin Wang , Jinling Huang , Li Jiang同完成。

通讯作者：Li Hong (武汉大学人民医院妇产科) 
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2021年2月Hoya camphorifolia在pubpeer上提出以下质疑：
图 2 E、F。“GAS5 过表达对宫颈癌肿瘤发生的影响。SiHa 和 ME-180 细胞被 pcDNA 或 pcDNA-GAS5 转染。... 流式细胞术分析用于确定 (e) 转染的 SiHa 和 (f) ME-180 细胞的凋亡”
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三个图的左下象限可以在没有共同作者的其他论文中找到（其他象限似乎是手工点画的）。粉色和黑色框：参见Mei et al (2017)的图 6A/B。
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橙色（然后再次呈粉色）：参见Li et al (2016)的图 2C 。
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2025年3月Sholto David在pubpeer上提出以下质疑：
[我认为这对之前的评论没有多大帮助，但可能有助于进一步了解上述问题的程度]
这篇论文是众多共享相同流式细胞术数据的论文之一。我在下面添加了一个图表来说明我的意思。这些图有各种形式，在某些情况下，似乎有可能使用不同的门控来分析相同的数据，因此并非所有标有彩色矩形的图乍一看都相似，也许有些部分是事后在 photoshop（或类似程序）中克隆的。我添加了一些彩色矩形来显示哪些图比预期的更相似，为了确认，我建议仔细比较高质量图像以识别数据点的独特星座。ImageTwin.ai在识别这些数据方面有很大帮助。
请作者检查并评论一下好吗？
图中论文列表：
· 10.3892/ol.2016.4827
· 10.1155/2017/8317913
· 10.2147/OTT.S124595
· 10.1177/1010428317711315
· 10.2147/OTT.S141008
· 10.1186/s13578-017-0178-y
· 10.1186/s40709-019-0102-1
· 10.2147/OTT.S172152
· 10.1007/s12032-015-0695-7
· 10.3349/ymj.2017.58.6.1092
· 10.1242/bio.024133
· 10.3892/br.2018.1084
[image: ]
信息链接：
https://pubmed.ncbi.nlm.nih.gov/28671039/
https://pubpeer.com/publications/634F00D2F0AB4E485EC43A15D0AC83#2

免责声明：
本文所涉及的信息均来自公开的学术网站和相关资料，力求内容准确可靠，但无法对其完整性、真实性或时效性作出绝对保证，仅供学术参考。如发现内容存在问题或有纰漏之处，请及通过私信联系我们(QQ: 3926830335)，以便及时核实和修正。
#武汉大学人民医院
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[I don't think this adds a huge amount to the previous comment, but it might be useful to understand

further extent of the issue described above]

This paper is one of a number of papers that share the same flow cytometry data. I've added a diagram

below to show what | mean. The plots have various forms, in some cases it seems possible that the same

data was analysed with different gating, so not all the plots marked with coloured rectangles appear similar

at first glance, perhaps some parts were cloned in photoshop (or similar) after the fact. I've added some

coloured rectangles to show where the plots are more similar than expected, for confirmation I recommend

carefully comparing high quality images against each other to identify the unique constellations of data

points. ImageTwin.ai is a great help in identifying these.

Would the authors please check and comment?

List of papers in the diagram:

10.3892/01.2016.4827
10.1155/2017/8317913
10.2147/0TT.5124595
10.1177/1010428317711315
10.2147/0TT.5141008
10.1186/513578-017-0178-y
10.1186/540709-019-0102-1
10.2147/0TT.S172152
10.1007/512032-015-0695-7
10.3349/ym].2017.58.6.1092
10.1242/bi0.024133
10.3892/br.2018.1084
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> Tumour Biol. 2017 Jul;39(7):1010428317711315. doi: 10.1177/1010428317711315.
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Fig 2 E,F. "Effects of GAS5 overexpression on tumorigenesis of cervical cancer. SiHa and ME-180 cells were
transfected with pcDNA or pcDNA-GASS. ... Flow cytometry analysis was used to determine apoptosis of (e)

transfected SiHa and (f) ME-180 cells"
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The lower-left quadrants in three panels can be found in other papers with no authors in common (other
quadrants appear to have been hand-stippled). Pink and black boxes: see Fig 6A/B from Mei et al (2017).
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Orange (and pink again): see Fig 2C of Li et al (2016).
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Figure 2. Knockdown of Rap1b enhances the apoptosis of gastric cancer cells. MKN-28 and !
followed by transfection with Raplb siRNA or nontargeting control siRNA (Ctrl-siR). (A) 1
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