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2024 年 6 月 1 日，由 Disha V. Pandya、Rajsi V. Parikh 等众多研究人员撰写的一篇名为《The scaffold protein disabled 2 (DAB2) and its role in tumor development and progression》的研究文章发表于《Molecular Biology Reports》杂志。
该研究主要聚焦于名为 DAB - 2（也称为 DOC - 2）的蛋白质在肿瘤发展和进程中的作用，此蛋白质涉及信号传导和内吞作用。
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然而，网友 “Solanum leptophyes” 于文章发表后留言指出，文中存在严重错误。作者在整篇论文中，错误引用了与另一种名为 DAB2IP（DAB2 相互作用蛋白，也称为 AIP1，Ask1 相互作用蛋白）的蛋白质相关的文献和数据，这两种蛋白由不同染色体上的不同基因编码。例如论文中的图 2，a 图展示的是真正的 DAB2 结构，但 b 图和 c 图展示的却是 DAB2IP 的结构域结构，令人不解的是审稿人竟未察觉。
此外，该网友还发现同一作者 Mehul R. Chorawala 近期发表的另外两篇综述文章，与这篇几乎相同，且都存在混淆 DAB2/DOC2 和 DAB2IP/AIP1 的概念性错误。

2025 年 3 月 10 日，《Molecular Biology Reports》杂志的主编们决定撤回这篇文章。
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原因是文章在大量讨论蛋白质 Disabled 2（DAB2）的同时，涉及了许多关于另一种独立蛋白质 DAB2 Interacting Protein（DAB2IP）的研究内容，却未对二者进行区分。
编辑曾给作者提供机会，让其提交一个能更清晰区分这两种蛋白质的修订版本，并将重新进行同行评审。目前，Disha V. Pandya 等部分作者同意撤稿，而 Palak A. Shah 未回应出版商关于撤稿的相关通信。此次事件提醒科研人员在研究和发表成果时，务必严谨对待，避免此类混淆不同研究对象的错误发生，以维护科研成果的准确性和科学性。
https://pubpeer.com/publications/60FB19FEDE439F52E45C579825D3AE#2
https://link.springer.com/article/10.1007/s11033-024-09653-9
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come to
life in this schematic depiction. The N-terminal region harbors sul-
fatide binding sites, an RGD motif, and the PTB domain. The

tral portion boasts clathrin-associated sequence types, DPF motifs,
and NPF motifs, which include a myosin VI binding domain and a
protein binding PRD; b A closer look at the N-terminal unfolds the
PH domain’s lipid membrane attachment and the C2 domain’s bind-
ing to GSK3p, VEGFR2, and ASK(, promoting apoptosis. The GAP
domain partners with RIP and RAS to inhibit proliferation, while the
PER region binds NF-xB, curbing survival. Additionally, the PR area
interacts with PI3K-AKT, and LZ impedes CD117s activity, a tran-

This is DAB2IP/AIP1

seription factor; ¢ s0-
form 1 (NP_115941) reveals 1132 amino acids, 130 kDa weight, and

a lengthy pH domain, differing from isoform 2 (NP_619723) with a
110 kDa weight. Isoform 2 introduces a class-1 PDZ interacting motf
in its distinct C-terminal sequence, poised for novel protein-protein
interactions. Isoform 1 launts 97 more N-terminal amino acids, while
isoform 2 boasts an additional 29 C-terminal amino acids. Abbre-
viations: PH Pleckstrin homology, GAP GTPase-Activating Protein,
PER Period like, PR Proline-rich, LZ Leucine-zipper, VEGFR2 vas-
cular endothelial growth factor receptor 2, GSK Glycogen Synthase
Kinase, ASK! Apoptosis Signal-Regulating Kinase 1, RIP Receptor-
interacting protein, RAS rat sarcoma virus, PI3K-AKT Phospho-
inositide 3-Kinase- Protein kinase B
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However, throughout the paper, the authors make incorrect references to literature and data concerning a
DIFFERENT protein, called DAB2IP (DAB2 Interacting Protein, also known as AIP1, Ask1 interacting protein), that is

encoded by a different gene on a different chromosome.
DAB2/DOC2: https://www.ncbi.nlm.nih.gov/gene/1601
DAB2IP/AIPL: https://www.ncbi.nlm.nih.gov/gene/153090

Asan emblematic example, Figure 2 displays the structure of the real DAB in panel a, but the domain structure

of DAB2IP in panels b and c (I keep asking myself how is it possible that reviewers did not see it)

Moreover - the same author (dr. Mehul R. Chorawala) has recently published other 2 review articles that are
almost identical to this one, and contain the same conceptual mistake of confusing DAB2/DOC2 and DAB2IP/AIP1

(both cited in the present review).
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